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collections. Plant Sci, 291:110335

Kang, K.B*., Jayakodi, M*., Lee, Y.S.*, Nguyen, V.B., Park, H.S., Koo, H.J., Choi, LK., Kim, D.H.,
Chung, Y.J., Ryu, B., Lee, D.Y., Sung S.H., Yang T.J. (2018). Identification of candidate UDP-glycos
yltransferases involved in protopanaxadiol-type ginsenoside biosynthesis in Panax ginseng. Sci. Rep.
8:11744 *Equal first authorship

Kim, N.H., Jayakodi, M, Lee, S.C., Choi, B.S, Jang, W, Lee, J, Kim, H.H., Waminal, N.E.,
Lakshmanan, M, van Nguyen, B, Lee, Y.S., Park, H.S., Koo, H.J., Park, J.Y., Perumal, S., Joh, H.J.,
Lee, H, Kim, J, Kim, I.S., Kim, K, Koduru, L, Kang, K.B., Sung, S.H., Yu, Y, Park, D.S., Choi, D, Seo,
E, Kim, S, Kim, Y.C,, Hyun, D.Y., Park, Y.l., Kim, C, Lee, T.H., Kim, H.U., Soh, M.S,, Lee, Y., In,
J.G.,Kim, H.S.,Kim, Y.M,, Yang, D.C., Wing, RA, Lee, D.Y., Paterson, AH, Yang, T.J. 2018. Genome
and evolution of the shade-requiring medicinal herb Panax ginseng. Plant Biotechnol. J, 16: 1904-1917

Kim, I., Park, J.Y., Lee, Y.S, Lee, H.O., Park, H.S., Jayakodi, M., Nomar, E., Kang, J.H., Lee, T.J.,
Sung, S.H., Kim, K.Y, Yang, T.J. 2017. Discrimination and Authentication of Eclipta prostrata and
E. alba Based on the Complete Chloroplast Genomes. Plant Breed Biotechnol. 5: 334-343, (Korean
Journal)

Lee, Y.S*., Park, H.S*,, Lee, DK, Jayakodi, M., Kim, N.H., Koo, H.J., Lee, S.C., Kim, Y.J., Kwon,
S.W., Yang, T.J. 2017. Integrated transcriptomic and metabolomic analysis of five Panax ginseng
cultivars reveals the dynamics of ginsenoside biosynthesis. Front. Plant. Sci. 8:1048 *Equal first
authorship

Park, J.Y., Lee, Y.S., Kim,J.K,, Lee, H.O,, Park, H.S., Lee, S.C., Kang J.H., Lee T.J.,, Sung S.H., Yang,
T.J. The complete chloroplast genome of Eclipta prostrata L. (Asteraceae). Mitochontrial DNA B. 1:
414-415

Kim,J.K., Park,J.Y., Lee, Y.S., Lee, H.O., Park, H.S., Lee, S.-C., Kang J.H., Lee T.J., Sung S.H., Yang,
T.J. 2016. The complete chloroplast genomes of two Taraxacum species, T. platycarpum Dahlst. and
T. mongolicum Hand.-Mazz. (Asteraceae). Mitochontrial DNA B. 1: 412-412

Kim,J.K., Park, J.Y., Lee, Y.S., Lee, H.O., Park, H.S., Lee, S.C., Kang J.H., Lee T.J., Sung S.H., Yang,
T.-J. 2016. The complete chloroplast genome sequence of the Taraxacum officinale F.H.Wigg
(Asteraceae). Mitochontrial DNA B. 1: 228-229.

Lee, Y.S., Kim,l,, Kim, J.K., Park, J. Y., Joh, H.J., Park, H.S., Lee, H.O., Lee, S.C.,Hur, Y.J., Yang,
T.J. 2016. The complete chloroplast genome sequence of Rhus chinensis Mill (Anacardiaceae).
Mitochontrial DNA B. 1: 696-697

Lee, Y.S,, Park, J. Y., Kim, J.K., Lee, H.O., Park, H.S., Lee, S.C., Kang, J.H., Lee, T.J.,, Sung, S.H.,
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1.

Method for producing aloe adventitious root with increased anthraquinone compound content and aloe
adventitious root produced by the same method. Yang, T.J., Lee, Y.S., Baek, J.H. and Cha, J.M. 2013.
Korea patent Application No. : 10-2013-0127679.
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2. Method for producing aloe adventitious root with increased medical active material. Yang, T.J., Lee,
Y.S., Park, S.U., Cha, J.M., Baek, J.H. and Kim, S.W. 2015. Korea patent Application No. : 10—
1576787.

SCIENTIFIC ACTIVITIES

Teaching experience

2015 Instructor of “Tissue culture techniques” at Sahmyook University in Korea,
2014 Instructor of “Life sciences experiments” at Sahmyook University in Korea,



